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(masked) form in circulation. CX-801 plasma half-life from the first three cohorts ranged from 8.9 - 11.5 days in Data are presented as geometric mean where n>1 ool l & . l i iﬂi g OPBTcells  Transovts R AL L Nf's oLy NRERCEETTE T | (B R b Teal i 4
comparison to 51 hours for unmasked IFNa2b. | & | TLLLELTE T ! ........... ~ 197 & ecm @ c2Mh g el el B Tt
G - vsis of d post-treatment tumor biobsies d trated consistently | g - nereron Stmulaed. PR RIS U S AP P S SN 2l 3
ene expression analysis o1 pre- and post-treatment tumor DiopsSiesS demonstrated consisiently Increased expression G (ISG) 5 = é i Q CE QANEQ % 2 I Lxxeg o I
_ _ _ _ o _ . : ) enes I LSy Baseline  On Tx a GNLY GZMH
of interferon-stimulated genes (ISGs, n=5/5 patients). Evidence of T-cell and NK cell activation as well as immune Figure 2. Following cycle 1, CX-801 has N / = g°CCT THE® L6 R : Transcrits
heckpoint at bserved. Th tained elevation of CXCL10 in the tumor but not the blood pharmacokinetic properties ot
chec pqln upregu allon was o se_rv_e : ere was a sustaine e.eva Ion O In the tumor but not the blooaq, * A half-life between 8.9 and 11.5 days. Figure 3. CX-801 tumor localized activation of interferon stimulated genes (ISGs). Left, IFN “ oEacs
suggesting preferential CX-801 activity in the tumor versus the periphery. « CX-801 exposure is approximately linear with dose signaling pathway*. Middle, NanoString gene expression analysis of baseline and on- DB T-cells
Conclusions: within the QOSG range tested.. o treatment tumor biopsies (n=5). 18/20 (90%) of the most highly increased genes are in the ° _ ] L e-Srod [ 3 » » Lo L
CX.801 | o naling in th _ _ o . o *  The majority of CX-801 remains in its fully masked hallmark ISG gene set (green)®. Right, the top upregulated gene ISG15 is significantly
. -801 induces interferon signaling in the tumor microenvironment, activating both innate and adaptive immune form in the periphery (data not shown). increased in individual paired on-treatment biopsies. Figure 6. Spatial analysis of immune response in CX-801 patient biopsy. Top, single on-treatment biopsy core with single cells
responses. identified from clustering in Fig. 5. Bottom left, representative CD8+ T-cells infiltrate the tumor and express high levels of Granzyme-
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Figure 7. CX-801 induces tumor specific chemokine expression. Left, paired timepoint biopsy expression analysis shows significant
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